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Erysipelatoclostridium
Lactobacillus
Eisenbergiella
Lachnoclostridium
Lacrimispora
Parabacteroides
Mailhella

Mucispirillum
Lachnospiraceae_[G-14]
Faecalicatena

Ihubacter
Lachnospiraceae_[G-6]
Oscillospiraceae_[G-4]
Bacteroides
Desulfovibrio
Oscillospiraceae_[G-2]
Lachnospiraceae_[G-3]
Helicobacter
Akkermansia
Caproicibacter
Streptococcus
Microbacterium
Neglectibacter
Alloprevotella
Enterocloster
Duncaniella

Parvibacter

Olsenella
Peptococcaceae_[G—1]
Hydrogenoanaerobacterium
Muribaculaceae_[G-1]
Fusicatenibacter
Bariatricus

Phocaeicola
Anaerotignum
Pseudoflavonifractor
Anaerotruncus
Bacteroidetes_[G-3]
Blautia

Longibaculum
Lachnospiraceae_[G-11]
Oscillospiraceae_[G-3]
Eubacterium
Adlercreutzia
Lactococcus
Limosilactobacillus
Faecalibaculum
Neisseria
Ligilactobacillus

Sphingomonas

Genus



